EC Number
MEROPS ID
DNA Coordinates
Description

Aspartic:
1.12.98.1
A31

3006996..3007334
F420 hydrogenase maturation

protease

3.4.24.-
A31

279823..280275
NiFe hydrogenase maturation

protease
3.4.-

A24

189221..190291
Preflagellin peptidase

Unknown
A22B

189221..190291
Unknown
Cysteine:

2.4.2.14
C44

1395086..1393659
Amidophosphoribosyltransferase
2.4.2.-

C26

784703..785641
Pyridoxine biosynthesis glutamine amidotransferase, synthase subunit

2.4.2.-

C26

2515607..2516251
Imidazole glycerol phosphate synthase amidotransferase subunit

6.3.4.2

C26

1149947..1148289
CTP synthase

6.3.5.2

C26

1148289..1147372
GMP synthase
Metallo:

1.12.98.1
M52

2874234..2874713
Hydrogen uptake protein 
3.2.1.4

M42

1396594..1395515
Endoglucanase/TET aminopeptidase

3.4.11.9
M24B

1234353..1235558
Xaa-Pro aminopeptidase

3.4.11.12
M29

2576059..2574929
Aminopeptidase T

3.4.11.12
M29

1455859..1456998
Aminopeptidase T

3.4.11.12
M29

233490..234443
Aminopeptidase T
3.4.11.18
M24A

802317..803240
Methionine aminopeptidase
3.4.17.19
M32

876469..874925
Zn-dependent Carboxypeptidase taq

3.4.24.57
M22

2712538..2710877
Kae1 O-sialoglycoprotein 
3.4.24.75
M23B

622251..623828
Lysostaphin
3.4.24.84
M48

2053394..2051976
CAAX prenyl proteinase
3.4.24.85
M50

2217759..2216401
Mjs2p peptidase

3.4.24.-
M3B

1868341..1866551
Oligoendopeptidase F
3.4.24.-
M10

1045406..1046146
Unknown

3.4.24.-
M50B

2731270..2729459
Unknown
3.4.24.-
M50B

2734392..2735528
Unknown

3.4.24.-
M50B

1157759..1157121
Unknown

3.4.24.-
M48B

239268..239639
Htpx heat shock protein
3.4.24.-
M48B

1701073..1700195
Htpx heat shock protein
3.4.24.-
M48B

1157759..1157121
Htpx heat shock protein
3.4.24.-
M48B

2291307..2290474
Htpx heat shock protein
3.4.24.-
M48B

2706722..2705526
Htpx heat shock protein
3.5.1.-

M20D

1576467..1577741
N-acyl-L-amino acid amidohydrolase
Unknown
M20

2207462..2207623
Unknown
Unknown
M48

1106063..1107178
Unknown
Serine:

2.3.1.31
S33

294488..293262
Homoserine O-acetyltransferase

3.1.1.24
S33

2690446..2691222
Beta-ketoadipate enol-lactone hydrolase
3.4.21.62
S8

2936038..2934137
Subtilisin-like serine protease
3.4.21.89
S26

2016427..2015867
Signal peptidase I 
3.4.21.92
S14

601769..600615
Stomatin-family (clp) membrane protease subunit YbbK 

3.4.21.-
S16

590711..588576
ATP-dependent LonB Type II
3.4.21.-
S26

2323083..2323736
Signal sequence peptidase
3.4.21.-
S26

2323750..2324919
Signal sequence peptidase
3.4.21.-
S54

137772..138902
Rhomboid family protein

3.4.21.-
S54

1264259..1262535
Rhomboid family protein

3.4.21.-
S54

2388225..2386300
Rhomboid family protein

3.4.21.-
Unknown
433636..434760
Unknown
Unknown
S1B

3066898..3065795
Unknown
Proteasome-related:

3.4.25.1
T1

346422..347159
Proteasome subunit alpha

3.4.25.1
T1

483161..483976
Proteasome subunit alpha
3.4.25.1
T1

347156..347860
Proteasome subunit beta
3.6.-

N/A

1086457..1085246
Proteasome activating nucleotidase

3.6.-

N/A

1866470..1865247
Proteasome activating nucleotidase
Threonine:

3.5.1.1

T2

1139281..1140141
Asparaginase family protein
http://merops.sanger.ac.uk/
Possible Substrates

Hydrogenase 2, Hydrogenase 3

Flagellin B2 precursor

Signal peptides

Amidophosphoribosyltransferase precursor protein
Gamma-linked glutamate bonds

Glycophorin A

Insulin B chain (oxidized)

Links to pages with substrates:

http://merops.sanger.ac.uk/cgi-bin/make_frame_file?id=A24.016
http://merops.sanger.ac.uk/cgi-bin/make_substrates?id=M42.005
http://merops.sanger.ac.uk/cgi-bin/make_frame_file?id=M24.002
http://merops.sanger.ac.uk/cgi-bin/make_frame_file?id=M03.007
http://merops.sanger.ac.uk/cgi-bin/make_frame_file?id=T01.002
