Gene Annotation Lab Notebook

Module 1: Basic Information
DNA Coordinates
2683724..2683798 (-)
DNA Sequence
>2500590711 tRNA_Met [Halorhabdus utahensis AX-2, DSM 12940 : HutaDRAFT_4083004_C6] (-)strand

GGGCCCGTATCTCAGTCTGGTTAGAGAGAGCGGCTCATAACCGCTTCGTCCTTGGTTCAAATCCGAGTGGGCCCA

Module 2: Sequence-based Similarity Data
BLAST
gene product name
tRNA-Met-CAT 
organism (top hit)
Pyrococcus furiosus DSM 3638
Length, Score, E-value, Identity, Positives, and Gaps
78bp, 56, 3.0e-10, 85.94%, 1 gaps

Module 9: RNA
Rfam goto http://www.sanger.ac.uk/Software/Rfam/search.shtml
enter RNA family
tRNA
enter bits score
52.50

enter alignment (anticodon in bold)

  (((((((,,<<<<___..___._>>>>,<<<<<_______>>>>>,,,,,<<<<<_____

1 ggggaugUAgcuuAau..GGU.AaagcaucggacUuaaAAuccgaagaUuguggGUUCaA 57      

  GGG::: UA:CU:A+U  GGU A:AG:+:::G:CU A+AA:C:::+ +U+:U GGUUCAA

1 GGGCCCGUAUCUCAGUcuGGUuAGAGAGAGCGGCUCAUAACCGCUUCGUCCUUGGUUCAA 60

   __>>>>>))))))):

58 aUCccaccaucccca 72      

   AUCC A: :::CCCA

61 AUCCGAGUGGGCCCA 75
