Gene Annotation Lab Notebook

Module 1: Basic Information
DNA Coordinates
198994..199078 (-)
DNA Sequence
>2500590726 tRNA_Ser [Halorhabdus utahensis AX-2, DSM 12940 : HutaDRAFT_4083004_C6] (-)strand
GCAGGGATAGCCAAGTTTGGCCAACGGCGCAGCGTTCAGGGCGCTGTCCC

GTAGGGGTCCGCAGGTTCAAATCCTGCTCCCTGCA
Module 2: Sequence-based Similarity Data
BLAST
gene product name

tRNA-Leu-CAG 

organism (top hit)

Haloarcula marismortui ATCC 43049
Length, Score, E-value, Identity, Postives, and Gaps

85bp, 168, 3.0e-44, 100.00%, 0 gaps

Module 9: RNA
Rfam goto http://www.sanger.ac.uk/Software/Rfam/search.shtml
enter RNA family:
tRNA

enter bits score:

37.43

enter alignment (anticodon in bold):

(((((((,,<<<<___..___.._>>>>,<<<<<_______>>>>>,,..........,,

         1 ggggaugUAgcuuAau..GGU..AaagcaucggacUuaaAAuccgaag..........aU 46      

           G::G:::UAGC: A+U  GG   A :GC+::G::+U A   ::C::+             

         1 GCAGGGAUAGCCAAGUuuGGCcaACGGCGCAGCGUUCAGGGCGCUGU-cccguaggggUC 59

           ,<<<<<_______>>>>>))))))):

        47 uguggGUUCaAaUCccaccaucccca 72      

           +G::GGUUCAAAUCC::C:::C::CA

        60 CGCAGGUUCAAAUCCUGCUCCCUGCA 85

