Brittany Elek

EC: 2.6.1.85
para-aminobenzoate synthetase
BLASTed using Vitis vinifera (wine grape) as the query


Blast results:
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2.6.1.85 found in Scaffold 00931 (query sequence starts at base 79725 on scaffold)
1)
For Primer	TAGCCCTAGTTGTGGTGTTGTG
Rev Primer	ATTGCACACCACATTCAGTCTC
Repeats (ag) x 18 PCR product = 260 bp & start at base 56084

2)
For Primer	TCCCTTAGCCTATAAAAGGGGA
Rev Primer	CGGATAGGAAGGATGATGAAAG
Repeats (ctt) x 15 PCR product = 299 bp & start at base 100054

3)
For Primer	TGATGTATGACGGTTAGATGCC
Rev Primer	CGTCTCTCTCTCTCTCTCTCTCTCT
Repeats (gt) x 11 PCR product = 177 bp & start at base 79816

2.6.1.85 found in Scaffold 00971 (query sequence starts at base 84910 on scaffold)
1)
For Primer	TAACTAGTGCAGTCTTGCTGCC
Rev Primer	TCAATACTCATTCGGTGAAACG
Repeats (ga) x 20 PCR product = 209 bp & start at base 45900

2)
For Primer	TGGAAACAACGCAAACTATCAC
Rev Primer	TGCCATCAGACTGTCTACCATC
Repeats (ct) x 14 PCR product = 179 bp & start at base 98363

3)
For Primer	CATGCATTCTTGAGAAAGGTGA
Rev Primer	GGTCCACCACACCAAAATTACT
Repeats (ag) x 13 PCR product = 289 bp & start at base 105790

2.6.1.85 found in Scaffold 00126 (query sequence starts at base 304201 on scaffold)

1) 
For Primer	CCAAACTCCAAGTTGTCCTTTC
Rev Primer	GGCCTGAATTATTTTCTGATGG
Repeats (ag) x 19 PCR product = 154 bp & start at base 227731

2)
For Primer	GGACGTTATGGAGCGAAGTTT
Rev Primer	TCAGCCTTTTCCTTTCCTGATA
Repeats (tc) x 16 PCR product = 231 bp & start at base 255378

3)
For Primer	CCAAACTCCAAGTTGTCCTTTC
Rev Primer	GGCCTGAATTATTTTCTGATGG
Repeats (ga) x 15 PCR product = 154 bp & start at base 227681

2.6.1.85 found in Scaffold 00310 (query sequence starts at base 199378 on scaffold)
1)
For Primer	GAGACGAAAGACATTAGACATGC
Rev Primer	CCTGACGAAAAACGTTACAACTC
Repeats (ga) x 17 PCR product = 298 bp & start at base 254186


2)
For Primer	GGCAAATTCTCCAAACAACTTC
Rev Primer	CAAACCAAACAAGGAAGTCACA
Repeats (ct) x 16 PCR product = 280 bp & start at base 242713

3)
For Primer	TATTGCTCATCCAACATTCGAC
Rev Primer	TTACTCCTGACATTAAAGCGCA
Repeats (tc) x 12 PCR product = 161 bp & start at base 243187
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[bookmark: _GoBack]Figure: Results of tBLASTn of para-aminobenzoate synthetase [EC:2.6.1.85] using Vitis vinifera as the query against Vaccinium corymbosum 454-scaffolds. There were four significant scaffolds (shown in diagram above). The fragments within scaffolds are due to frame shifts.
image1.png
Distribution of 17 Blast Hits on the Query Sequence

Mouse-over to show defline and scores. Click to show alignments

Color Key for Alignnent Scores

<ao 40-50

leli1_|
0 100 200 300 400 500 600 700 800 900





image2.png
Score

Sequences producing significant alignments: (bits) Value
scaffold00ssl 289 se-77
scaffold00s7l 52 se-os
scaffold0o126 52 se-0s
scaffold00sio Tas ze-0s
scaffoldoooss 6 1.

scaffold0sess 55 4.2





image3.png
Legend:

Query start

Reading Frame

‘Subject Start-Subject Stop

= Scaffold 00931
= Scaffold 00971
= Scaffold 00126

= Scaffold 00310

Querystop





image4.png
lelli

0 100 200 400 500 600 7200 800 900
12 106 217 1 354 53 1 739 741 3 901
9219591866 86295-85801 7972579114 7858378101

101 2 151 354 3 w7
90815-90663 85153-84084
151 3 190 w47 3 507
8996889846 8257382253
195 1 218
854288471 716_+1 762
8491085050
B17 3 884
88095-88352
716_3 762

304201304061
818 3 884
302683302429

716 41 762
199378199518





