RFP1-1 aka RFP2-1 (USING THIS ONE!)
NNNNNNNNNNNNNNNNNNNNNNNAGGCGTATCACGAGGCAGAATTTCAGATAAAAAAAATCCTTAGCTTTCGCTAAGGATGATTTCTGGAATTCGGTCTCACTGCAAGACGGTGAGTTCATCTACAAAGTTAAACTGCGTGGTACCAACTTCCCGTCCGACGGTCCGGTTATGCAGAAAAAAACCATGGGTTGGGAAGCTTCCACCGAACGTATGTACCCGGAAGACGGTGCTCTGAAAGGTGAAATCAAAATGCGTCTGAAACTGAAAGACGGTGGTCACTACGACGCTGAAGTTAAAACCACCTACATGGCTAAAAAACCGGTTCAGCTGCCGGGTGCTTACAAAACCGACATCAAACTGGACATCACCTCCCACAACGAAGACTACACCATCGTTGAACAGTACGAACGTGCTGAAGGTCGTCACTCCACCGGTGCTTAATAAGCAATTGACGGCTAGCTCAGTCCTAGGTACAGTGCTAGCGTGGTGAGACGCTGCAGGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCACAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTANGTATCTCAGTTCGGNGTAGGTCGNNCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGN	Comment by mwuser: EcoRI	Comment by mwuser: BsaI	Comment by mwuser: Gene 1234	Comment by mwuser: 15mer of RFP	Comment by mwuser: 15mer of RFP Rev	Comment by mwuser: 4	Comment by mwuser: J23100	Comment by mwuser: Half edge 1234 RC	Comment by mwuser: BsmBI	Comment by mwuser: PstI

Score =  630 bits (341),  Expect = 0.0
 Identities = 341/341 (100%), Gaps = 0/341 (0%)
 Strand=Plus/Plus

Query  1    AAGACGGTGAGTTCATCTACAAAGTTAAACTGCGTGGTACCAACTTCCCGTCCGACGGTC  60
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  1    AAGACGGTGAGTTCATCTACAAAGTTAAACTGCGTGGTACCAACTTCCCGTCCGACGGTC  60

Query  61   CGGTTATGCAGaaaaaaaCCATGGGTTGGGAAGCTTCCACCGAACGTATGTACCCGGAAG  120
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  61   CGGTTATGCAGAAAAAAACCATGGGTTGGGAAGCTTCCACCGAACGTATGTACCCGGAAG  120

Query  121  ACGGTGCTCTGAAAGGTGAAATCAAAATGCGTCTGAAACTGAAAGACGGTGGTCACTACG  180
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  121  ACGGTGCTCTGAAAGGTGAAATCAAAATGCGTCTGAAACTGAAAGACGGTGGTCACTACG  180

Query  181  ACGCTGAAGTTAAAACCACCTACATGGCTAAAAAACCGGTTCAGCTGCCGGGTGCTTACA  240
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  181  ACGCTGAAGTTAAAACCACCTACATGGCTAAAAAACCGGTTCAGCTGCCGGGTGCTTACA  240

Query  241  AAACCGACATCAAACTGGACATCACCTCCCACAACGAAGACTACACCATCGTTGAACAGT  300
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  241  AAACCGACATCAAACTGGACATCACCTCCCACAACGAAGACTACACCATCGTTGAACAGT  300

Query  301  ACGAACGTGCTGAAGGTCGTCACTCCACCGGTGCTTAATAA  341
            |||||||||||||||||||||||||||||||||||||||||
Sbjct  301  ACGAACGTGCTGAAGGTCGTCACTCCACCGGTGCTTAATAA  341















RFP1-3 aka RFP 2-3
NNNNNNNNNNNNNNNNNTANNAATAGNCGTATCACGAGGCAGAATTTCAGATAAAAAAAATCCTTAGCTTTCGNNNNNGNNGATTTCTGGAATTCGGTCTCACTGCAAGACGGTGAGTTCATCTACAAAGTTAAACTGCGTGGTACCAACTTCCCGTCCGACGGTCCGGTTATGCAGAAAAAAACCATGGGTTGGGAAGCTTCCACCGAACGTATGTACCCGGAAGACGGTGCTCTGAAAGGTGAAATCAAAATGCGTCTGAAACTGAAAGACGGTGGTCACTACGACGCTGAAGTTAAAACCACCTACATGGCTAAAAAACCGGTTCAGCTGCCGGGTGCTTACAAAACCGACATCAAACTGGACATCACCTCCCACAACGAAGACTACACCATCGTTGAACAGTACGAACGTGCTGAAGGTCGTCACTCCACCGGTGCTTAATAAGCAATTGACGGCTAGCTCAGTCCTAGGTACAGTGCTAGCGTGGTGAGACGCTGCAGGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCACAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGNAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTN	Comment by mwuser: EcoRI	Comment by mwuser: RFP2 For (36mer)	Comment by mwuser: BsaI	Comment by mwuser: Gene 1234	Comment by mwuser: 15mer of RFP	Comment by mwuser: 15 mer of RFP Rev	Comment by mwuser: RFP2 Rev (75mer)	Comment by mwuser: 4 Bp	Comment by mwuser: J23100	Comment by mwuser: Half edge	Comment by mwuser: BsmBI	Comment by mwuser: PstI

Score =  630 bits (341),  Expect = 0.0
 Identities = 341/341 (100%), Gaps = 0/341 (0%)
 Strand=Plus/Plus

Query  1    AAGACGGTGAGTTCATCTACAAAGTTAAACTGCGTGGTACCAACTTCCCGTCCGACGGTC  60
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  1    AAGACGGTGAGTTCATCTACAAAGTTAAACTGCGTGGTACCAACTTCCCGTCCGACGGTC  60

Query  61   CGGTTATGCAGaaaaaaaCCATGGGTTGGGAAGCTTCCACCGAACGTATGTACCCGGAAG  120
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  61   CGGTTATGCAGAAAAAAACCATGGGTTGGGAAGCTTCCACCGAACGTATGTACCCGGAAG  120

Query  121  ACGGTGCTCTGAAAGGTGAAATCAAAATGCGTCTGAAACTGAAAGACGGTGGTCACTACG  180
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  121  ACGGTGCTCTGAAAGGTGAAATCAAAATGCGTCTGAAACTGAAAGACGGTGGTCACTACG  180

Query  181  ACGCTGAAGTTAAAACCACCTACATGGCTAAAAAACCGGTTCAGCTGCCGGGTGCTTACA  240
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  181  ACGCTGAAGTTAAAACCACCTACATGGCTAAAAAACCGGTTCAGCTGCCGGGTGCTTACA  240

Query  241  AAACCGACATCAAACTGGACATCACCTCCCACAACGAAGACTACACCATCGTTGAACAGT  300
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  241  AAACCGACATCAAACTGGACATCACCTCCCACAACGAAGACTACACCATCGTTGAACAGT  300

Query  301  ACGAACGTGCTGAAGGTCGTCACTCCACCGGTGCTTAATAA  341
            |||||||||||||||||||||||||||||||||||||||||
Sbjct  301  ACGAACGTGCTGAAGGTCGTCACTCCACCGGTGCTTAATAA  341


