Gene Annotation Lab Notebook

Module 1: Basic Information
DNA Coordinates
3072199..3072269(-)

DNA Sequence
>2500590707 tRNA_Gly [Halorhabdus utahensis AX-2, DSM 12940 : HutaDRAFT_4083004_C6] (-)strand

GCGACGGTGGTGTAGTGGTATCACAGGACCCTGCCACGGTCCTAACCCGA     GTTCAAATCTCGGCCGTCGCA

Module 2: Sequence-based Similarity Data
BLAST
gene product name

tRNA-Gly-GCC, tRNAGly2

organism (top hit)

Natronomonas pharaonis DSM 2160
Length, Score, E-value, Identity, Positives, and Gaps

71bp, 63, 1.0e-12, 89.29%
Module 9: RNA
Rfam goto http://www.sanger.ac.uk/Software/Rfam/search.shtml
enter RNA family
tRNA
enter bits score
54.62

enter alignment (anticodon in bold)

     (((((((,,<<<<_______>>>>,<<<<<_______>>>>>,,,,,<<<<<_______>

         1 ggggaugUAgcuuAauGGUAaagcaucggacUuaaAAuccgaagaUuguggGUUCaAaUC 60      

           G:G:::GU G:: A+UGGUA ::CA:::::CU   A :::::++A +::G:GUUCAAAUC

         1 GCGACGGUGGUGUAGUGGUAUCACAGGACCCUGCCACGGUCCUAA-CCCGAGUUCAAAUC 59

           >>>>))))))):

        61 ccaccaucccca 72      

           :C::C:::C:CA

        60 UCGGCCGUCGCA 71     
